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role in smooth-muscle contraction 
366 
protein kinase inhibitor (PKI) 444 
intrasteric regulation of protein 
kinases 440 
protein kinases 
in development 509 
and DNA damage 500 
glycine-rich loops 201 
inhibitors 444 
interaction with Hsp90 206 
spatiotemporal distribution of 
activities 448 
specificity determinants 440 
of translation initiation factor elF-2 
409 


401 
143 


359 


533 


i 


see also cyclin-dependent protein 
kinases, MAPK, protein 
phosphorylation, protein 
serine/threonine kinases, protein 
tyrosine kinases, receptor tyrosine 
kinases, etc. 
protein phosphatases 
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Raf 
kinases 474 
and the Ras—-MAPK cascade 279 
signal transduction in the early 
Drosophilaembryo 511 

Ran, role in nucleocytoplasmic transport 
211 

rapamycin 446 

Ras 
activation by transforming growth 
factor B receptor 548 
interactions with Raf 279, 474 
signal transduction in the early 
Drosophilaembryo 510 

RB, see retinoblastoma tumour- 
suppressor-gene product 

RCC1, andRan 211 

RecA, ATP hydrolysis 217 

receptor protein kinases 
in the Drosophilaembryo 509 
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